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RAW SEQUENCE LISTING , 
PATENT APPLICATION US/08/327,525 



DATE: 05/24/95 
TIME: 08:29:50 



INPUT SET: S3 840. raw 



This Raw Listing contains the General 
Information Section and those Sequences 
containing ERRORS. 



1 SEQUENCE LISTING 

2 \ • 

3 (1) General Information: j 

4 ; 

5 (i) APPLICANT: Chee, Mark S. '* \ 

6 Wang, Chunwei 

7 Jevons, Luis C. 

8 Bernhart, Derek H. 
9- Lipshutz, Robert J. 

10 

11 (ii) TITLE OF INVENTION: Computer-Aided Visualization and 

12 Analysis System for Sequence Evaluation 
13 

14 (iii) NUMBER OF SEQUENCES: 39 
15 

16 (iv) CORRESPONDENCE ADDRESS: 

17 (A) ADDRESSEE: Townsend and Townsend Khourie and Crew 

18 (B) STREET: One Market Plaza, Steuart Tower, Suite 2000 

19 (C) CITY: San Francisco 

20 (D) STATE: California 

21 (E) COUNTRY: USA 

22 (F) ZIP: 94105 
23 

24 (V) COMPUTER READABLE FORM: 

25 (A) MEDIUM TYPE: Floppy disk 

26 (B) COMPUTER: IBM PC compatible 

27 (C) OPERATING SYSTEM: PC-DOS/MS-DOS ? 

28 (D) SOFTWARE: Patentln Release #1-0, Version #1-25 ' 
29 

30 (vi) CURRENT APPLICATION DATA: 

— > 31 (A) APPLICATION NUMBER: US 

32 (B) FILING DATE: 

33 (C) CLASSIFICATION: 
34 

35 (viii) ATTORNEY/AGENT INFORMATION: 

36 (A) NAME: Norviel, Vernon A. 

37 (B) REGISTRATION NUMBER: 32,483 

38 (C) REFERENCE/DOCKET NUMBER: 16528X-82 
39 

40 *(ix) TELECOMMUNICATION INFORMATION: 

41 (A) TELEPHONE: 415-326-2400 

42 (B) TELEFAX: 415-326-2422 
43 

44 



ERRORED SEQUENCES FOLLOW: 



1 



PAGE: 2 



— > 



— > 



221 
222 
223 
224 
225 
226 
227 
228 
229 
230 
231 
232 
233 
234 
235 
236 



RAW SEQUENCE LISTING . 
PATENT APPLICATION US/08/327,525 



(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: DNA (oligonucleotide) 



DATE: 05/24/95 
TIME: 08:29:54 



INPUT SET: S3 840. raw 



I) 



6 s 



a- 

c 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO 
GCATTAGTAG AGATATGGAG AGRARDGGRA A^CXXA^GGGA AAATTNNNAA AATTGGGCC 




vs - 



— > 



— > 



237 
238 
239 
240 
241 
242 
243 
244 
245 
246 
247 
248 
249 
250 
251 
252 
253 



(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: DNA (oligonucleotide) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13:, 




GCATTAGTAG AGATATGKAS AGRARDGGRA Aj^XX^AGGGA AAAKTNNNAA AATTGGGCC 



59 



— > 



— > 



254 
255 
256 
257 
258 
259 
260 
261 
262 
263 
264 
265 
266 
267 
268 
269 



(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: DNA (oligonucleotide) 



(xi) SEQUENCE DESCRIPTION: SEQ 
GCATTAGTAG AGATATGKAS AGRRRDGGRA 





NO: 14: 

GGGA AAADTYNNAA AATTGGGCC 



59 



270 (2) INFORMATION FOR SEQ ID NO: 15: 



PAGE: 3 RAW SEQUENCE LISTING DATE: 05/24/95 

PATENT APPLICATION US'/08/327,525 TIME: 08:29:58 

INPUT SET: S3840.mw 

271 

272 (i) SEQUENCE CHARACTERISTICS : 

— > 273 (A) LENGTH: 59 base pairs 

274 (B) TYPE: nucleic acid 

275 (C) STRANDEDNESS: single 

276 (D) TOPOLOGY: linear 
277 

278 (ii) MOLECULE TYPE: DNA (oligonucleotide) 

279 

280 

281 

282 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

283 /V, 

— > 284 GCATTAGTAG AGATATGTAS AGRRADGGAA AXuGAAGGGA AAATTNNNNA AATTGGGCC 59 

285 \J 

286 (2) INFORMATION FOR SEQ ID NO: 16: 
287 

288 (i) SEQUENCE CHARACTERISTICS: 

— > 289 (A) LENGTH: 59 base pairs 

290 (B) TYPE: nucleic acid 

2 91 (C) STRANDEDNESS: single 

2 92 (D) TOPOLOGY: linear 

293 

294 (ii) MOLECULE TYPE: DNA (oligonucleotide) 

295 

296 

297 

298 (xi) SEQUENCE DESCRIPTION: SEQ Ad NO: 16: 



299 
300 
301 



— > 300 GCATTAGTAG AGATATGTAC AGRGAGGGAA AXGGAAGGGA AAATTNNNNA AATTGGGCC 59 



302 (2) INFORMATION FOR SEQ ID NO: 17: 
303 

304 (i) SEQUENCE CHARACTERISTICS: 

— > 305 (A) LENGTH: 59 base pairs 

306 (B) TYPE: nucleic acid 

307 (C) STRANDEDNESS: single 

308 (D) TOPOLOGY: linear 
309 

310 (ii) MOLECULE TYPE: DNA (oligonucleotide) 

311 

312 

313 

314 (xi) SEQUENCE DESCRIPTION: SEQ Id NO:17: 

— > 316 GCATTAGTAG AGATATGTAS AGRGAGGGAA ^BGAAGGGA AAATTNNNNA AATTGGGCC 59 



318 
319 
320 



(2) INFORMATION FOR SEQ ID NO: 18: 
(i) SEQUENCE CHARACTERISTICS: 



PAGE: 4 RAW SEQUENCE LISTING DATE: 05/24/95 

PATENT APPLICATION US708/327,525 TIME: 08:30:02 

INPUT SET: S3840.raw 

— > 321 (A) LENGTH: 59 base pairs 

322 (B) TYPE: nucleic acid 

32 3 (C) STRANDEDNESS : single 

324 (D) TOPOLOGY: linear 

325 

326 (ii) MOLECULE TYPE: DNA (oligonucleotide) 

327 

328 

329 

330 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

331 

--> 332 GCATTAGTAG GAGGNNNGAC AGGGRKGGAA AXJOrfAAGGGA AAAKTNNNAA AATTGGGCC 59 

333 W 

494 (2) INFORMATION FOR SEQ ID NO: 27: 
495 

496 (i) SEQUENCE CHARACTERISTICS: 

— > 497 (A) LENGTH: 160 base pairs 

498 (B) TYPE: nucleic acid 

499 (C) STRANDEDNESS: single 

500 (D) TOPOLOGY: linear 
501 

502 (ii) MOLECULE TYPE: DNA (oligonucleotide) 

503 

504 

505 

506 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: A 

507 / J 

— > 508 TCGAGATAAT CTATGTCCTC GTCTACTATG TCATAATCTT CTTTACYCAA ACGGTCCTXC 60 

509 \f 

510 TACCTTTGGT TTTTACTATC CCMCTTAACC TCCAAAATAG TTTCATTCTG TCATACTAGT 120 
511 

512 CTATGAGTAG CTTTAGACAC CTGTATTTCG ATATCCATGT 160 
513 



t - # 



PAGE: 1 SEQUENCE VERIFICATION. REPORT DATE: 05/24/95 

PATENT APPLICATION US/08/327,525 TIME: 08:30:05 

INPUT SET: S3840.mw 







Orioirml TpYt 


J 1 


WiUHg dppilCdlKJIi OCiiai iNuIIIUtl 


{A\ APPI TPATTHN MIIMRPP* TJ<2 




Fntptwl fSQA nnH Pair <2<»n T i»noth fSfi\ HifffM- 


{A\ I PNP.TH- SO hac** nairc 


ZJJ 


w rung iNucicic Awiu ucMgiiaior 


nPATTAHTAn AH ATATYViAf: AHRARnnnRA AYYY 


Zjj 


wrong iNucieic aciq uesignaior 


nr* att ArtT An a ri a t a thp. a n AriP a p nnnp a ayyy 






nf ATT A(TT AH AHATATHOAn AORARDnnRA AYYY 


9^S 


tf or oequences ior line coniiicis w/ ninning loiai 


OPATTAnTAn Ar.ATATnnAO AORARnOHRA AYYY 
IJfV^A 1 1 AO 1 AO AO A 1 A 1 OOAO AOIvAKUOOIxA AAA A 


9d.n 


cjiiereu ^jyj anu aic. oeq. uengm ypo) airier 


\/\ ) L/tiri o i ri . jy oase pairs 


9S1 

Z J 1 


wrung iNULicic r\v»iu L/CMgiiaiui 


nr ATTAHTAn AHATATnK"A<2 AHRARnnnRA AYYY 

OV-^A 1 1 AO 1 AO AO A 1 A I OIVAO AOixrvIvUOOivtt. /\AAA 


OS 1 
Z J I 


wrong rvucieic aciq uesignaior 


a tt a p.t a n ahatathwaq ap.d a pnr,r.D a ayyy 

OOA i 1 AO 1 AO AO A 1 A 1 OlVAo AOKAKUOOivA AAA A 


OS t 
Z J 1 


wrong iNucieic aciq uesignaior 


nPATTAHTAr. AT.ATA TCllf A Q AflD A P nnfJP A AYYY 
OOA I I AO 1 AO AOA 1 A 1 OlVAo AOKAKUOOivA AAA A 


9S1 
Z J I 


ff or oequences ior line coniiicis w/ running loiai 


nPATTAHTAr, AHATATOK'A^ AORARHrinRA AYYY 
OOA 1 1 AO I AO AOA 1 A 1 OIvAo AOKAKUOOivA AAA A 


9S7 
Z3 / 


cnierea {yV; ana oaic. oeq. Lengin \jo) airier 


\Pl) LCfNOiri: oase pairs 


ZOo 


Wrong Nucleic Acid Designator 


rr'ATTAPTAP APATATPI^AO APDDDnPPD A A V V V A 

OOA 1 1 AO 1 AO AO A 1 A 1 OKAo AoKKKUoOKA AA AAA 


ZOO 


w rong rvucieic aciq uesignaior 


nPATTAnTAfl AHATATni^AQ AP.DPDnr.nDA AYYY A 
OOA 1 1 AO I AO AOA 1 A 1 OKAo AOKKKUOOKA AAAA/i 


ZOO 


Wrong Nucleic Acid Designator 


PPATTAPTAr AT ATA TP [/"AC APDDD nPPD A A Y Y Y A 
ULA 1 1 AO 1 AO AOA 1 A I OKAo AOKKKUOOKA AAAA/i 


ZOo 


# of Sequences tor line conflicts w/ running total 


PPATTAPTAP APATATPVAC APDDDHPPD A AYYYA 
OOA 1 1 AO 1 AO AOA 1 A 1 OKAo AOKKKUOOKA AAAA/i 


Z / j 


tinierea ana oaic. oeq. Lengm (joj airier 


\Pl) LrtLrNOiri. jy oase pairs 


9Rd 

ZO*r 


wrung iNucieic /\viu r^eaigiiaiur 


nPATTAnTAn ahatatotaq AHRRAnnnAA AYHO 

OO A 1 1 AO 1 AO AOA 1 A 1 O 1 AO AOKKAUOOAA AAOO 


984. 
Zo*f 


ff or sequences ror line coniiicis w/ running loiai 


P.PATTAPTAP, APATA TPT A Q APDD A HPP A A A YPP 
OOA 1 1 AO 1 AO AOA I A 1 0 1 Ao AOKKAUOOAA AAOO 


289 


Entered (59^ and Calc Sea Leneth (5%} differ 


(A) LENGTH- 59 base oairs 


300 


Wrong Nucleic Acid Designator 


GCATTAGTAG AGATATGTAC AGRGAGGGAA AXGG 


300 


# of Sequences for line conflicts w/ running total 


GCATTAGTAG AGATATGTAC AGRGAGGGAA AXGG 


305 


Entered (59) and Calc. Seq. Length (58) differ 


(A) LENGTH: 59 base pairs 


316 


Wrong Nucleic Acid Designator 


GCATTAGTAG AGATATGTAS AGRGAGGGAA AXGG 


316 


# of Sequences for line conflicts w/ running total 


GCATTAGTAG AGATATGTAS AGRGAGGGAA AXGG 


321 


Entered (59) and Calc. Seq. Length (57) differ 


(A) LENGTH: 59 base pairs 


332 


Wrong Nucleic Acid Designator 


GCATTAGTAG GAGGNNNGAC AGGGRKGGAA AXXM 


332 


Wrong Nucleic Acid Designator 


GCATTAGTAG GAGGNNNGAC AGGGRKGGAA AXXM 


332 


# of Sequences for line conflicts w/ running total 


GCATTAGTAG GAGGNNNGAC AGGGRKGGAA AXXM 


497 


Entered (160) and Calc. Seq. Length (159) differ 


(A) LENGTH: 160 base pairs 


508 


Wrong Nucleic Acid Designator 


TCGAGATAAT CTATGTCCTC GTCTACTATG TCATAA 


508 


# of Sequences for line conflicts w/ running total 


TCGAGATAAT CTATGTCCTC GTCTACTATG TCATAA 



